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<212> DNA 
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-1- 



<400> 1 
ctagaattca 


gcggccgctg 


aattctagaa 


ctggggtcca 


gaaagtgatc 


gctgccgtgg 


60 


tcgccatggg 


gaagtcggat 


tttcttactc 


ccaaggctat 


cgccaacagg 


atcaagtcca 


120 


aggggctgca 


gaagctacgc 


tggtattgcc 


agatgtgcca 


gaagcagtgc 


cgggacgaga 


180 


atggctttaa 


gtgtcattgt 


atgtccgaat 


ctcatcagag 


acaactattg 


ctggcttcag 


240 


aaaatcctca 


gcagtttatg 


gattattttt 


cagaggaatt 


ccgaaatgac 


tttctagaac 


300 


ttctcaggag 


acgctttggc 


actaaaaggg 


tccacaacaa 


cattgtctac 


aacgaataca 


360 


tcagccaccg 


agagcacatc 


cacatgaatg 


ccactcagtg 


ggaaactctg 


actgatttta 


420 


ctaagtggct 


gggcagagaa 


ggcttgtgca 


aagtggacga 


gacaccaaaa 


ggctggtata 


480 


ttcagtacat 


agacagggac 


ccagaaacta 


tccgccggca 


actggaactg 


gagaaaaaga 


540 


aaaagcagga 


ccttgatgat 


gaagaaaaaa 


ctgccaaatt 


tattgaagag 


caagtgagaa 


600 


gaggcctgga 


agggaaggaa 


caggaggtcc 


ctacttttac 


ggaattaagc 


agagaaaatg 


660 


atgaagagaa 


agtcacgttt 


aatttgagta 


aaggagcatg 


tagctcatcc 


ggagcaacat 


720 


cttccaagtc 


aagtactctg 


ggaccgagtg 


cactgaagac 


gataggaagt 


tcagcatcag 


780 


tgaaacgaaa 


agaatcttcc 


cagagctcaa 


ctcagtctaa 


agaaaagaag 


aaaaagaaat 


840 


ctgcactgga 


tgaaatcatg 


gagattgaag 


aggaaaagaa 


aagaactgcc 


cgaacagact 


900 


actggctaca 


gcctgaaatt 


attgtgaaaa 


ttataaccaa 


gaaactggga 


gagaaatatc 


960 


ataagaaaaa 


ggctattgtt 


aaggaagtaa 


ttgacaaata 


tacagctgtt 


gtgaagatga 


1020 


ttgattctgg 


agacaagctg 


aaacttgacc 


agactcattt 


agagacagta 


attccagcac 


1080 


caggaaaaag 


aattctagtt 


ttaaatggag 


gctacagagg 


aaatgaaggt 


accctagaat 


1140 


ccatcaatga 


gaagactttt 


tcagctacta 


tcgtcattga 


aactggccct 


ttaaaaggac 


1200 


gcagagttga 


aggaattcaa 


tatgaagaca 


tttctaaact 


tgcctgagtt 


tgaaaatttg 


1260 


ttaacaatac 


attaaaatct 


taaagcatca 


aattggtgtt 


cgccaaggca 


ttatgagact 


1320 


ctactgtgtt 


agggtatatt 


cttttgtata 


aaacaaacag 


gtttttgaaa 


atattactgt 


1380 


atagttgttc 


agctaaactt 


tgagaagaat 


ttaattatgt 


ctcatgaggt 


atcaaactat 


1440 


gtaattttgt 


ccttgttatt 


tttgtttcct 


ttgtaattta 


cttgatgagt 


ttatatcttc 


1500 


attaaagaat 


gttattataa 


aaaaaaaa 








1528 



<210> 2 
<211> 1102 
<212> DNA 



»2- 



<213> Mus sp. 



<*± u u > z 

atgggcaagt 


cggattttct 


gagccccaag 


gccatcgcca 


atagaattaa 


gtccaaaggg 


60 


ctccagaagc 


ttcgctggta 


ctgccagatg 


tgccaaaagc 


aatgccgcga 


cgagaatggc 


120 


tttaagtgtc 


actgtatgtc 


tgaatctcat 


caaagacaac 


tgttgctggc 


ttcagaaaac 


180 


cctcagcagt 


ttatggatta 


tttttcagag 


gaattccgaa 


atgactttct 


ggaacttctg 


240 


aggcgacgct 


ttggcactaa 


aagggtccac 


aacaacattg 


tctacaatga 


atacatcagc 


300 


caccgagagc 


acatccacat 


gaacgctacc 


cagtgggaga 


cactgaccga 


ctttaccaag 


360 


tggctgggca 


gagagggctt 


gtgtaaaggt 


accagtgcac 


tgaagctgct 


ggggagcgca 


420 


gcatccggga 


aacggaaaga 


gtcttcacag 


agctccgccc 


agcctgcgaa 


gaagaagaag 


480 


tcggccctgg 


atgagatcat 


ggagctcgaa 


gaggaaaaga 


aaaggaccgc 


acggacagac 


540 


gcctggttac 


agccggggat 


cgttgtgaaa 


attataacga 


agaagcttgg 


ggagaaatat 


600 


cacaagaaga 


aaggggtcgt 


taaggaagtg 


attgacaggt 


acacagctgt 


ggtaaagatg 


660 


actgactctg 


gagacaggct 


gaaactggac 


cagactcatt 


tagagacagt 


cattccggcc 


720 


ccggggaaaa 


gggttctagt 


tttaaatgga 


ggctacagag 


gaaatgaagg 


cactctcgaa 


780 


tccatcaatg 


agaaggcttt 


ttcagccacg 


atagtcattg 


aaactggacc 


tttgaaagga 


840 


cgcagagttg 


aaggtattca 


atatgaagac 


atatctaaac 


ttgcttgagt 


ttgaaaattt 


900 


gataacaaca 


cattgaaact 


gtgaagcatc 


aaattggtgt 


tagccaaggc 


actgtgtaac 


960 


tctactgtgt 


taggggattt 


gttttgtatt 


aaaaaaaaaa 


aaatcatcta 


tttaaatact 


1020 


agtgaatagt 


tgggtaaatt 


tataataaaa 


tctatgtttt 


ttttaagtgt 


aaaaaaaaaa 


1080 


aaaaaaaaaa 


aaaaaaaaaa 


aa 








1102 



<210> 3 

<211> 1002 

<212> DNA 

<213> Homo sapiens 



<400> 3 

tgattcgagc tcggtacccg gggatccgat tagaaagtga tcgctgccgt ggtcgccatg 60 
gggaagtcgg attttcttac tcccaaggct atcgccaaca ggatcaagtc caaggggctg 120 
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It 








• 




cagaagctac 


gctggtattg 


nraaa t crt oo 

\* ">—< ciy ci i— y oyo 


r* ft aft anrfl rYt" 


(TO OCT CT CTft OCT ft 


craft t" crcrcttt 

y cid L*y y v»« c- c v_ 


180 


aagtgtcatt 


gtatg*tccga 


pt"r , hr , ^)h oft o 




+- rro t* n oj rtt"p 
o y <— ' t*yy ^ c.*-> 


ft cf ft ft ft a t* c o t~ 


240 


cagcagttta 


tggattattt 


1 1 o ft crs ooa ft 


t" t" prna ft ft t~ a 
^ i* t> ci ci cl y 


ft ot" t" t" Ot" ft (Tft 
civ u u u v-r o ciy d 


act* t* ct cacfcr 


300 


agacgct ttg 


gcactaaaag 


CfCft Oft ft O 


Ci, Cl CL C- U- t_> 


ft Oft ft O (Tft ft t~ ft 
Cl i_<cid ^ y dd ci 


cat HFiaccia.c' 

V-' (-^t tr* ^-7 \^ V*' 


360 


cgagagcaca 


tccacatgaa 


1~ oooft rtrao 

C- y Vw. > — - CL > Ciy 


t" rjcjcr ft ft ft ft* c 

VJ u dClCHw t» \*> 


1" CTft C t~ CTft t* t* t" 


t ao t aacftcfcj 


420 


ctgggcagag 


aaggcttgtg 


oaaaa ot oca 

^ClClddy C y lw Cl 


a t" cift a oa c crft 


i - ft cjcrft ft crt" 1" o 

i> owh ctciy i— i^ w 


aacatcacrta 


480 


aaacgaaaag 


aatcttccca 


y Ciy I— w aQU I— 


Oft crt" ot" ft ft ft a 
^~ciy i— w ciciciy 


ft ft ft ft Oft ft Cf ft ft 
cicicidy »ciy cici 


ftftftOftftftt ct 

ddciy ci ci ci l.uu 


54 0 


gcactggatg 


aaatcatgga 


y ci l. c- y a ciy ciy 


fia a a a rift ft ft ft 

y ci ci ci ci y ci ci ct ci 


na ft ot" cto o on 
y ci ct ^ y ^ y 


ft ft oft oa 0 1 ao 

d d \_> ci y d 0 d w 


600 


tggctacagc 


ctgaaattat 


t* Cft Cf ft ft ft ft 1 1 

l~y «-» y Cl CI Cl CI Cr o 


ftt'ftftOOftft CTft 


ft ft o t" Cf or Cf ft Cf ft 
cxcx\- i_y y y ciy d 


oft ft ft t ft t cat 

^— 1 Ci Cl Cl (w CL C. w Cl C^ 


660 


aagaaaaagg 


ctattgttaa 


y y ***y »*■ c*d ^ 


CTft Oftftft'hftt'ft 
a d dd d i_> d 


oftCfot"a"r~1"Ci1~ 

\_« ciy L- o y L— 


aa ft era t era tt 

y cidy d 1*^5 ci. c- 1^ 


720 


gattctggag 


acaagctgaa 


act taa ooao 


ftot*r*ftt"t*t~ftci 

d v>> \^ d l« L> d,^ 


ft crft Oft crt* ft ft t" 


tcoacrcacca 


780 


ggaaaaagaa 


ttctagtttt 


aaaf OOft nflP 
CL CI Cl c- y y y V— 


t~ a r*ft nft crcift ft 
i— ci. d y ciy y ct. o. 


ft t" crft ft rrcrt" ft o 
cii^ydciyy uau 


cot ftoft ft too 

w *w d>y ci c* ^ w 


840 


atcaatgaga 


agactttttc 


ftaotftotftto 


crt* oft "h t" crft ft 3 


O t* CTCTO O O t" t~ 1~ 


ft ft ft ft OOft OOO 


900 


agagttgaag 


gaattcaata 


f- CTft ft Oft Oft t t 
v»y ^ cl ^-H d\— >d L* C> 


t*ot*ftftftot"t"o; 


OOt" Oft Cft" t" t" Cf 
Vh> v-* La y d^H L- i-> o y 


aaaa 1 1 1 crtt 

MUQCIL, <w c ^y C* la. 


960 


aacaatacct 


ttaaaatctt 


aaagcatcaa 


attggtgttc 


gc 




1002 


<210> 4 














<211> 1002 












<212> DNA 














<213> Homo sapiens 












<400> 4 
tcagagacaa 


ctattgctgg 


ot t caoaaaa 

l» i— v— • Ci^H d d d d 


toot* o ft cro ft o 

i— w w ciy ^ ciy 


tttatacratt 
iv- c*. i^ y y *-* 


at 1 1 1 1 0 ft a ft 

d i— <— <— 1^ vwy ci 


60 


ggaattccga 


aatgactttc 


t aaa ft Ot t* Ot 
i— ciy dd.v^> c> o c- 


Oft o^nft crft ono 


t" t* t* OCT Oft O t" ft 


ft ft ft ooot OOft 
ddciyyy 1— w»*ci 


120 


caacaacatt 


gtctacaacg 


ftfttaofttoao 

Cl d l«» d Cl L— *w dy 


OOft O O CTft CTft O 

uuciL-uy ciy ciy 


Oft Oft t~ OOftOft 

V** Cl \^ Cl CLVwCl 


t CTft ft t Cf oca 0 
c y ci ci l* y w d V— ' 


180 


tcagtgggaa 


actctgactg 


ftttttftOtftft 
Cl w L- l»- CIV-' I— CLCl 


cr t* aero t~ Cf crcf o 


ft Oft crft ft cicio "t* 
^y c*y ciciy y u 


t Cft OO ft ft ft ot 
1— y C* y w d ci ciy c- 


240 


ggacgagaca 


ccaaaaggct 


crcrt" at ft t~ t" oa 

y y Ud O Cl L_- C, V— -Cl 


crt" ftOftt* ft crft o 

y ^— • ci v — • d - ciy d w 


ft cr ooft prraa 


aaaot atcca 


300 


ccggcaactg 


gaactggaga 


aaaaoaaaaa 

dcicidy cicmciUi 


CrOft CfCfft oot* t 


aft t~ Oft t" craft ci 
y d L.y ci L-.ya.ciy 


aaaaaactcrc 


360 


caaatttatt 


gaagagcaag 


t" Cf ft CTft ft Cf ft CfCf 
cy d.y ctcty ciy y 


o o t" rrcTft ft rrrrcT 
t-(- L,yy ctciyyy 


a ft CfCfft ft o ft oo 
y y yy 


acrcft ccc t ao 

dy y La *w w c- ci \^ 


42 0 


ttttacggaa 


ttaagcagag 


3333t" OV ft t Oft 


ftOiftO/ftftftOt" o 

dyciy ctctciy L. 


ft oo/ 1* *h t~ ft ft t* t" 
civ^y L- 1— ci ct l~ 


t Cf ft Cft ft ft ft 00 
y y ci d-y y 


480 


agcatgtagc 


tcatccggag 


caacatcttc 


caagtcaagt 


actctgggac 


egagtgeact 


540 
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gaagacgata ggaagttcag catcagtgaa 
gtctaaagaa aagaagaaaa agaaatctgc 
aaagaaaaga actgcccgaa cagactactg 
aaccaagaaa ctgggagaga aatatcataa 
caaatataca gctgttgtga agatgattga 
tcatttagag acagtaattc cagcaccagg 
cagaggaaat gaaggtaccc tagaatccat 
cattgaaact ggccctttaa aaggacgcag 

<210> 5 

<211> 22 

<212> DNA 

<213> Homo sapiens 




acgaaaagaa tcttcccaga gctcaactca 
actggatgaa atcatggaga ttgaagagga 
gctacagcct gaaattattg tgaaaattat 
gaaaaaggct attgttaagg aagtaattga 
ttctggagac aagctgaaac ttgaccagac 
aaaaagaatt ctagttttaa atggaggcta 
caatgagaag actttttcag ctactatcgt 
agttgaagga at 



<400> 5 

ctcaggagac gctttggcac ta 

<210> 6 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 6 

cctggtgctg gaattactgt ct 

<210> 7 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 7 

tcttttcgtt tcactgatgc t 
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<210> 8 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 8 

gggagagaaa tatcataaga aaaa 



<210> 9 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 9 

tccctctgta gccctcccat tt 



<210> 10 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 10 

ttttcagcta ctatcgttca tt 



<210> 11 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 11 

cgagtgcact gaagacgata gg 



<210> 12 
<211> 20 



24 



22 



22 



22 
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<212> DNA 

<213> Homo sapiens 

<400> 12 

attcttttcg tttcactgat 

<210> 13 

<211> 26 

<212> DNA 

<213> Homo sapiens - 

<400> 13 

ggcaatacca gcgtagcttc tgcagc 

<210> 14 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 14 

ctctgatgag attcggacat acaat 

<210> 15 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tctcctgaga agttctagaa a 

<210> 16 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 16 

actgccaaat ttattgaaga gcaagtgaga agaggcctgg 

<210> 17 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 17 

ccaggcctct tctcacttgc 

<210> 18 

<211> 22 

<212> DNA 

<213> Homo sapiens 



tcttcaataa atttggcagt 



<400> 18 

agaaagtgat cgctgccgtg gt 

<210> 19 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gcgaacacca atttgatgct ttaaga 

<210> 20 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 20 



tcagagacaa ctattgctgg c 21 

<210> 21 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 21 

attccttcaa ctctgcgtcc tt 22 



<210> 22 

<211> 291 

<212> PRT 

<213> Mus sp. 

<400> 22 

Met Gly Lys Ser Asp Phe Leu Ser Pro Lys Ala lie Ala Asn Arg lie 
15 10 15 

Lys Ser Lys Gly Leu Gin Lys Leu Arg Trp Tyr Cys Gin Met Cys Gin 
20 25 30 

Lys Gin Cys Arg Asp Glu Asn Gly Phe Lys Cys His Cys Met Ser Glu 
35 40 45 

Ser His Gin Arg Gin Leu Leu Leu Ala Ser Glu Asn Pro Gin Gin Phe 
50 55 60 

Met Asp Tyr Phe Ser Glu Glu Phe Arg Asn Asp Phe Leu Glu Leu Leu 
65 70 75 80 

Arg Arg Arg Phe Gly Thr Lys Arg Val His Asn Asn lie Val Tyr Asn 
85 90 95 

Glu Tyr lie Ser His Arg Glu His lie His Met Asn Ala Thr Gin Trp 
100 105 110 

Glu Thr Leu Thr Asp Phe Thr Lys Trp Leu Gly Arg Glu Gly Leu Cys 
115 120 125 

Ala Leu Lys Leu Leu Gly Ser Ala Ala Ser Gly Lys Arg Lys Glu Ser 
130 135 140 

Ser Gin Ser Ser Ala Gin Pro Ala Lys Lys Lys Lys Ser Ala Leu Asp 
145 150 155 160 
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Glu lie Met Glu 



Ala Trp Leu Gin 
180 

Gly Glu Lys Tyr 
195 

Arg Tyr Thr Ala 
210 

Leu Asp Gin Thr 
225 

Val Leu Val Leu 



Ser lie Asn Glu 
260 

Pro Leu Lys Gly 
275 

Lys Leu Ala 
290 

<210> 23 

<211> 293 



Leu Glu Glu Glu 
165 

Pro Gly lie Val 



His Lys Lys Lys 
200 

Val Val Lys Met 
215 

His Leu Glu Thr 
230 

Asn Gly Gly Tyr 
245 

Lys Ala Phe Ser 



Arg Arg Val Glu 
280 



Lys Lys Arg Thr 
170 

Val Lys He He 
185 

Gly Val Val Lys 



Thr Asp Ser Gly 
220 

Val He Pro Ala 
235 

Arg Gly Asn Glu 
250 

Ala Thr He Val 
265 

Gly He Gin Tyr 



Ala Arg Thr Asp 
175 

Thr Lys Lys Leu 
190 

Glu Val He Asp 
205 

Asp Arg Leu Lys 



Pro Gly Lys Arg 
240 

Gly Thr Leu Glu 
255 

He Glu Thr Gly 
270 

Glu Asp He Ser 
285 



<212> PRT 



< 2 1 3 > Homo s ap i ens 



<400> 23 



Met Gly Lys Ser 
1 

Lys Ser Lys Gly 
20 

Lys Gin Cys Arg 
35 

Ser His Gin Arg 
50 

Met Asp Tyr Phe 
65 

Arg Arg Arg Phe 



Glu Tyr He Ser 
100 



Asp Phe Leu Thr 
5 

Leu Gin Lys Leu 



Asp Glu Asn Gly 
40 

Gin Leu Leu Leu 
55 

Ser Glu Glu Phe 
70 

Gly Thr Lys Arg 
85 

His Arg Glu His 



Pro Lys Ala He 
10 

Arg Trp Tyr Cys 
25 

Phe Lys Cys His 



Ala Ser Glu Asn 
60 

Arg Asn Asp Phe 
75 

Val His Asn Asn 
90 

He His Met Asn 
105 



Ala Asn Arg He 
15 

Gin Met Cys Gin 
30 

Cys Met Ser Glu 
45 

Pro Gin Gin Phe 



Leu Glu Leu Leu 
80 

He Val Tyr Asn 
95 

Ala Thr Gin Trp 
110 
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Glu Thr Leu Thr Asp Phe Thr Lys Trp Leu Gly Arg Glu Gly Leu Cys 
115 120 125 

Ala Leu Lys Thr lie Gly Ser Ser Ala Ser Val Lys Arg Lys Glu Ser 
130 135 140 

Ser Gin Ser Ser Thr Gin Ser Lys Glu Lys Lys Lys Lys Lys Ser Ala 
145 150 155 160 

Leu Asp Glu lie Met Glu lie Glu Glu Glu Lys Lys Arg Thr Ala Arg 
165 170 175 

Thr Asp Tyr Trp Leu Gin Pro Glu lie He Val Lys He He Thr Lys 
180 185 190 

Lys Leu Gly Glu Lys Tyr His Lys Lys Lys Ala He Val Lys Glu Val 
195 200 205 

He Asp Lys Tyr Thr Ala Val Val Lys Met He Asp Ser Gly Asp Lys 
210 215 220 

Leu Lys Leu Asp Gin Thr His Leu Glu Thr Val He Pro Ala Pro Gly 
225 230 235 240 

Lys Arg He Leu Val Leu Asn Gly Gly Tyr Arg Gly Asn Glu Gly Thr 
245 250 255 

Leu Glu Ser He Asn Glu Lys Thr Phe Ser Ala Thr He Val He Glu 
260 265 270 

Thr Gly Pro Leu Lys Gly Arg Arg Val Glu Gly He Gin Tyr Glu Asp 
275 280 285 

He Ser Lys Leu Ala 
290 

<210> 24 

<211> 1390 

<212> DNA 

<213> Mus sp. 



<400> 24 

atgggcaagt cggattttct gagccccaag gccatcgcca atagaattaa gtccaaaggg 60 

ctccagaagc ttcgctggta ctgccagatg tgccaaaagc aatgccgcga cgagaatggc 12 0 

tttaagtgtc actgtatgtc tgaatctcat caaagacaac tgttgctggc ttcagaaaac 18 0 

cctcagcagt ttatggatta tttttcagag gaattccgaa atgactttct ggaacttctg 240 

aggcgacgct ttggcactaa aagggtccac aacaacattg tctacaatga atacatcagc 3 00 

caccgagagc acatccacat gaacgctacc cagtgggaga cactgaccga ctttaccaag 360 
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L 








• 




tggctgggca 


gagagggctt 


gtgtaaagtg 


gatgagacac 


cgaaaggctg 


gtacattcag 


420 


tacatagaca 


gagacccaga 


aaccatccgt 


cggcaactgg 


aattagaaaa 


aaagaagaag 


480 


caagatctgg 


acgatgaaga 


aaaaactgcc 


aagttcattg 


aggagcaggt 


gagaagaggc 


540 


ctggaaggga 


aagagcagga 


gacacctgtt 


tttacagaac 


ttagccgaga 


aaatgaggaa 


600 


gaaaaagtta 


cgttcaatct 


gaataaagga 


gcgggtggct 


cagcgggagc 


tacaacatcc 


660 


aagtcaagct 


ctttgggacc 


aagtgcactg 


aagctgctgg 


ggagcgcagc 


atccgggaaa 


720 


cggaaagagt 


cttcacagag 


ctccgcccag 


cctgcgaaga 


agaagaagtc 


ggccctggat 


780 


gagatcatgg 


agctcgaaga 


ggaaaagaaa 


aggaccgcac 


ggacagacgc 


ctggttacag 


840 


ccggggatcg 


ttgtgaaaat 


tataacgaag 


aagcttgggg 


agaaatatca 


caagaagaaa 


900 


ggggtcgtta 


aggaagtgat 


tgacaggtac 


acagctgtgg 


taaagatgac 


tgactctgga 


960 


gacaggctga 


aactggacca 


gactcattta 


gagacagtca 


ttccggcccc 


ggggaaaagg 


1020 


gttctagttt 


taaatggagg 


ctacagagga 


aatgaaggca 


ctctcgaatc 


catcaatgag 


1080 


aaggcttttt 


cagccacgat 


agtcattgaa 


actggacctt 


tgaaaggacg 


cagagttgaa 


1140 


ggtattcaat 


atgaagacat 


atctaaactt 


gcttgagttt 


gaaaatttga 


taacaacaca 


1200 


ttgaaactgt 


gaagcatcaa 


attggtgtta 


gccaaggcac 


tgtgtaactc 


tactgtgtta 


1260 


ggggatttgt 


tttgtattaa 


aaaaaaaaaa 


atcatctatt 


taaatactag 


tgaatagttg 


1320 


ggtaaattta 


taataaaatc 


tatgtttttt 


ttaagtgtaa 


aaaaaaaaaa 


aaaaaaaaaa 


1380 


aaaaaaaaaa 












1390 



<210> 25 

<211> 391 

<212> PRT 

<213> Mus sp. 

<400> 25 

Met Gly Lys Ser Asp Phe Leu Ser Pro Lys Ala lie Ala Asn Arg lie 
15 10 15 

Lys Ser Lys Gly Leu Gin Lys Leu Arg Trp Tyr Cys Gin Met Cys Gin 
20 25 30 

Lys Gin Cys Arg Asp Glu Asn Gly Phe Lys Cys His Cys Met Ser Glu 
35 40 45 

Ser His Gin Arg Gin Leu Leu Leu Ala Ser Glu Asn Pro Gin Gin Phe 
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50 55 60 

Met Asp Tyr Phe Ser Glu Glu Phe Arg Asn Asp Phe Leu Glu Leu Leu 
65 70 75 80 

Arg Arg Arg Phe Gly Thr Lys Arg Val His Asn Asn lie Val Tyr Asn 
85 90 95 

Glu Tyr lie Ser His Arg Glu His lie His Met Asn Ala Thr Gin Trp 
100 105 110 

Glu Thr Leu Thr Asp Phe Thr Lys Trp Leu Gly Arg Glu Gly Leu Cys 
115 120 125 

Lys Val Asp Glu Thr Pro Lys Gly Trp Tyr lie Gin Tyr lie Asp Arg 
130 135 140 

Asp Pro Glu Thr lie Arg Arg Gin Leu Glu Leu Glu Lys Lys Lys Lys 
145 150 155 160 

Gin Asp Leu Asp Asp Glu Glu Lys Thr Ala Lys Phe He Glu Glu Gin 
165 170 175 

Val Arg Arg Gly Leu Glu Gly Lys Glu Gin Glu Thr Pro Val Phe Thr 
180 185 190 

Glu Leu Ser Arg Glu Asn Glu Glu Glu Lys Val Thr Phe Asn Leu Asn 
195 200 205 

Lys Gly Ala Gly Gly Ser Ala Gly Ala Thr Thr Ser Lys Ser Ser Ser 
210 215 220 

Leu Gly Pro Ser Ala Leu Lys Leu Leu Gly Ser Ala Ala Ser Gly Lys 
225 230 235 240 

Arg Lys Glu Ser Ser Gin Ser Ser Ala Gin Pro Ala Lys Lys Lys Lys 
245 250 255 

Ser Ala Leu Asp Glu He Met Glu Leu Glu Glu Glu Lys Lys Arg Thr 
260 265 270 

Ala Arg Thr Asp Ala Trp Leu Gin Pro Gly He Val Val Lys He He 
275 280 285 

Thr Lys Lys Leu Gly Glu Lys Tyr His Lys Lys Lys Gly Val Val Lys 
290 295 300 

Glu Val He Asp Arg Tyr Thr Ala Val Val Lys Met Thr Asp Ser Gly 
305 310 315 320 

Asp Arg Leu Lys Leu Asp Gin Thr His Leu Glu Thr Val He Pro Ala 
325 330 335 

Pro Gly Lys Arg Val Leu Val Leu Asn Gly Gly Tyr Arg Gly Asn Glu 
340 345 350 

Gly Thr Leu Glu Ser He Asn Glu Lys Ala Phe Ser Ala Thr He Val 
355 360 365 
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He Glu Thr Gly Pro Leu Lys Gly Arg Arg Val Glu Gly He Gin Tyr 
370 375 380 

Glu Asp He Ser Lys Leu Ala 
385 390 

<210> 26 

<211> 393 

<212> PRT 

<213> Homo sapiens 



<400> 26 

Met Gly Lys Ser Asp Phe Leu Thr Pro Lys Ala He Ala Asn Arg He 
15 10 15 

Lys Ser Lys Gly Leu Gin Lys Leu Arg Trp Tyr Cys Gin Met Cys Gin 
20 25 30 

Lys Gin Cys Arg Asp Glu Asn Gly Phe Lys Cys His Cys Met Ser Glu 
35 40 45 

Ser His Gin Arg Gin Leu Leu Leu Ala Ser Glu Asn Pro Gin Gin Phe 
50 55 60 

Met Asp Tyr Phe Ser Glu Glu Phe Arg Asn Asp Phe Leu Glu Leu Leu 
65 70 75 80 

Arg Arg Arg Phe Gly Thr Lys Arg Val His Asn Asn He Val Tyr Asn 
85 90 95 

Glu Tyr He Ser His Arg Glu His He His Met Asn Ala Thr Gin Trp 
100 105 110 

Glu Thr Leu Thr Asp Phe Thr Lys Trp Leu Gly Arg Glu Gly Leu Cys 
115 120 125 

Lys Val Asp Glu Thr Pro Lys Gly Trp Tyr He Gin Tyr He Asp Arg 
130 135 140 

Asp Pro Glu Thr lie Arg Arg Gin Leu Glu Leu Glu Lys Lys Lys Lys 
145 150 155 160 

Gin Asp Leu Asp Asp Glu Glu Lys Thr Ala Lys Phe He Glu Glu Gin 
165 170 175 

Val Arg Arg Gly Leu Glu Gly Lys Glu Gin Glu Val Pro Thr Phe Thr 
180 185 190 

Glu Leu Ser Arg Glu Asn Asp Glu Glu Lys Val Thr Phe Asn Leu Ser 
195 200 205 

Lys Gly Ala Cys Ser Ser Ser Gly Ala Thr Ser Ser Lys Ser Ser Thr 
210 215 220 
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Leu Gly 
225 



Pro Ser 



Ala Leu Lys Thr He Gly Ser Ser Ala Ser Val Lys 
230 235 240 



Arg Lys 



Glu Ser 



Ser Gin Ser Ser Thr Gin Ser Lys Glu Lys Lys Lys 
245 250 255 



Lys Lys 



Ser Ala 
260 



Leu Asp Glu He Met Glu He Glu Glu Glu Lys Lys 
265 270 



Arg Thr 



Ala Arg 
275 



Thr Asp Tyr Trp Leu Gin Pro Glu He He Val Lys 
280 285 



He He Thr Lys Lys Leu Gly Glu Lys Tyr His Lys Lys Lys Ala He 
290 295 300 

Val Lys Glu Val lie Asp Lys Tyr Thr Ala Val Val Lys Met He Asp 
305 310 315 320 

Ser Gly Asp Lys Leu Lys Leu Asp Gin Thr His Leu Glu Thr Val He 
325 330 335 

Pro Ala Pro Gly Lys Arg He Leu Val Leu Asn Gly Gly Tyr Arg Gly 
340 345 350 

Asn Glu Gly Thr Leu Glu Ser He Asn Glu Lys Thr Phe Ser Ala Thr 
355 360 365 

He Val He Glu Thr Gly Pro Leu Lys Gly Arg Arg Val Glu Gly He 
370 375 380 

Gin Tyr Glu Asp He Ser Lys Leu Ala 
385 390 

<210> 27 

<211> 21 

<212> DNA 

<213> MUS sp. 

<400> 27 

tcaaagacaa ctgttgctgg c 21 

<210> 28 

<211> 22 

<212> DNA 

<213> Mus sp. 



<400> 28 

ataccttcaa ctctgcgtcc tt 



22 
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<210> 29 

<211> 24 

<212> DNA 

<213> Mus sp. 

<400> 29 

aagctgctgc agcagcttat cggg 24 

<210> 30 

<211> 26 

<212> DNA 

<213> Mus sp. 



<210> 31 

<211> 27 

<212> DNA 

<213> Mus sp. 

<400> 31 

ggtaccagtg cactgaagct gctgggg 2 7 

<210> 32 

<211> 20 

<212> DNA 

<213> Mus sp. 



<400> 30 

ggtaccttta cacaagccct ctcgcc 



26 



<400> 32 

atttacccaa ctattcacta 



20 



<210> 



33 
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<211> 333 
<212> DNA 
<213> Homo sapiens 



<400> 33 
cctgaaatta 


ttgtgaaaat 


tataaccaag 


aaactgggag 


agaaatatca 


taagaaaaag 


60 


gctattgtta 


aggaagtaat 


tgacaaatat 


acagctgttg 


tgaagatgat 


tgattctgga 


120 


gacaagctga 


aacttgacca 


gactcattta 


gagacagtaa 


ttccagcacc 


aggaaaaaga 


180 


attctagttt 


taaatggagg 


ctacagagga 


aatgaaggta 


ccctagaatc 


catcaatgag 


240 


aagacttttt 


cagctactat 


cgtcattgaa 


actggccctt 


taaaaggacg 


cagagttgaa 


300 


ggaattcaat 


atgaagacat 


ttctaaactt 


gcc 






333 



<210> 34 

<211> 333 

<212> DNA 

<213> Mus sp. 



<400> 34 

ccggggatcg ttgtgaaaat tataacgaag aagcttgggg agaaatatca caagaagaaa 60 

ggggtcgtta aggaagtgat tgacaggtac acagctgtgg taaagatgac tgactctgga 120 

gacaggctga aactggacca gactcattta gagacagtca ttccggcccc ggggaaaagg 180 

gttctagttt taaatggagg ctacagagga aatgaaggca ctctcgaatc catcaatgag 240 

aaggcttttt cagccacgat agtcattgaa actggacctt tgaaaggacg cagagttgaa 3 00 

ggtattcaat atgaagacat atctaaactt get 333 

<210> 35 

<211> 310 

<212> PRT 

<213> Homo sapiens 



<400> 35 

Pro Arg Gly Leu He Leu Glu He Leu Glu Val Ala Leu Leu Tyr Ser 
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1 



5 



10 



15 



lie Leu Glu lie Leu Glu Thr His Arg Leu Tyr Ser Leu Tyr Ser Leu 
20 25 30 

Glu Gly Leu Tyr Gly Leu Leu Tyr Ser Thr Tyr Arg His lie Ser Leu 
35 40 45 

Tyr Ser Leu Tyr Ser Leu Tyr Ser Ala Leu Ala lie Leu Glu Val Ala 
50 55 60 

Leu Leu Tyr Ser Gly Leu Val Ala Leu lie Leu Glu Ala Ser Pro Leu 
65 70 75 80 

Tyr Ser Thr Tyr Arg Thr His Arg Ala Leu Ala Val Ala Leu Val Ala 
85 90 95 

Leu Leu Tyr Ser Met Glu Thr lie Leu Glu Ala Ser Pro Ser Glu Arg 
100 105 110 

Gly Leu Tyr Ala Ser Pro Leu Tyr Ser Leu Glu Leu Tyr Ser Leu Glu 
115 120 125 

Ala Ser Pro Gly Leu Asn Thr His Arg His lie Ser Leu Glu Gly Leu 
130 135 140 

Thr His Arg Val Ala Leu lie Leu Glu Pro Arg Ala Leu Ala Pro Arg 
145 150 155 160 

Gly Leu Tyr Leu Tyr Ser Ala Arg Gly lie Leu Glu Leu Glu Val Ala 
165 170 175 

Leu Leu Glu Ala Ser Asn Gly Leu Tyr Gly Leu Tyr Thr Tyr Arg Ala 
180 185 190 

Arg Gly Gly Leu Tyr Ala Ser Asn Gly Leu Gly Leu Tyr Thr His Arg 
195 200 205 

Leu Glu Gly Leu Ser Glu Arg lie Leu Glu Ala Ser Asn Gly Leu Leu 
210 215 220 

Tyr Ser Thr His Arg Pro His Glu Ser Glu Arg Ala Leu Ala Thr His 
225 230 235 240 

Arg lie Leu Glu Val Ala Leu lie Leu Glu Gly Leu Thr His Arg Gly 
245 250 255 

Leu Tyr Pro Arg Leu Glu Leu Tyr Ser Gly Leu Tyr Ala Arg Gly Ala 
260 265 270 

Arg Gly Val Ala Leu Gly Leu Gly Leu Tyr lie Leu Glu Gly Leu Asn 
275 280 285 

Thr Tyr Arg Gly Leu Ala Ser Pro lie Leu Glu Ser Glu Arg Leu Tyr 
290 295 300 

Ser Leu Glu Ala Leu Ala 
305 310 
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<210> 36 

<211> 311 

<212> PRT 

<213> Mus sp. 

<400> 36 

Pro Arg Gly Leu Tyr lie Leu Glu Val Ala Leu Val Ala Leu Leu Tyr 
1 5 10 15 

Ser lie Leu Glu lie Leu Glu Thr His Arg Leu Tyr Ser Leu Tyr Ser 
20 25 30 

Leu Glu Gly Leu Tyr Gly Leu Leu Tyr Ser Thr Tyr Arg His lie Ser 
35 40 45 

Leu Tyr Ser Leu Tyr Ser Leu Tyr Ser Gly Leu Tyr Val Ala Leu Val 
50 55 60 

Ala Leu Leu Tyr Ser Gly Leu Val Ala Leu lie Leu Glu Ala Ser Pro 
65 70 75 80 

Ala Arg Gly Thr Tyr Arg Thr His Arg Ala Leu Ala Val Ala Leu Val 
85 90 95 

Ala Leu Leu Tyr Ser Met Glu Thr Thr His Arg Ala Ser Pro Ser Glu 
100 105 110 

Arg Gly Leu Tyr Ala Ser Pro Ala Arg Gly Leu Glu Leu Tyr Ser Leu 

115 120 125 

Glu Ala Ser Pro Gly Leu Asn Thr His Arg His lie Ser Leu Glu Gly 
130 135 140 

Leu Thr His Arg Val Ala Leu lie Leu Glu Pro Arg Ala Leu Ala Pro 
145 150 155 160 

Arg Gly Leu Tyr Leu Tyr Ser Ala Arg Gly Val Ala Leu Leu Glu Val 
165 170 175 

Ala Leu Leu Glu Ala Ser Asn Gly Leu Tyr Gly Leu Tyr Thr Tyr Arg 
180 185 190 

Ala Arg Gly Gly Leu Tyr Ala Ser Asn Gly Leu Gly Leu Tyr Thr His 
195 200 205 

Arg Leu Glu Gly Leu Ser Glu Arg lie Leu Glu Ala Ser Asn Gly Leu 
210 215 220 

Leu Tyr Ser Ala Leu Ala Pro His Glu Ser Glu Arg Ala Leu Ala Thr 
225 230 235 240 

His Arg lie Leu Glu Val Ala Leu lie Leu Glu Gly Leu Thr His Arg 
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245 250 255 

Gly Leu Tyr Pro Arg Leu Glu Leu Tyr Ser Gly Leu Tyr Ala Arg Gly 
260 265 270 

Ala Arg Gly Val Ala Leu Gly Leu Gly Leu Tyr He Leu Glu Gly Leu 
A 275 280 285 

(V 

u ^sn Thr Tyr Arg Gly Leu Ala Ser Pro He Leu Glu Ser Glu Arg Leu 
^ 290 295 300 



IS 



Tyr Ser Leu Glu Ala Leu Ala 
305 310 
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